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性。 方法  收集临床肺腺癌患者石蜡包埋组织标本138例，包括68例维吾尔族和70例汉族肺腺癌的样本，采用ARMS
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【Abstract】 Background and objective  Epidermal growth factor receptor (EGFR), a transmembrane protein, is 
a member of the tyrosine kinase family. Gefitinib, an EGFR tyrosine-kinase inhibitors, has shown a high response rate in the 
treatment of lung cancer in patients with EGFR mutation. However, significant differences in EGFR mutations exist among dif-
ferent ethnic groups. The aim of this study is to investigate the prevalence of EGFR mutations in Uighur lung adenocarcinoma 
patients by using a rapid and sensitive detection method and to analyze EGFR mutation differences compared with Han lung 
adenocarcinoma patients.  Methods  We examined lung adenocarcinoma tissues from 138 patients, including 68 Uighur lung 
adenocarcinoma patients and 70 Han lung adenocarcinoma patients, for EGFR mutations in exons 18, 19, 20, and 21 by using 
the amplification refractory mutation system (ARMS) PCR method. The mutation differences between Uighur and Han lung 
adenocarcinoma were compared by using the chi-square test method. Results  EGFR mutations were detected in 43 (31.2%) of 
the 138 lung adenocarcinoma patients. EGFR mutations were detected in 11 (16.2%) of the 68 Uighur lung adenocarcinoma 
patients and in 32 (45.7%) of the 70 Han lung adenocarcinoma patients. Significant differences were observed in the EGFR 
mutations between Uighur lung adenocarcinoma patients and Han lung adenocarcinoma patients (P<0.001). Conclusion 
Our results indicate that the EGFR mutation in Uighur lung adenocarcinoma patients (16.2%) is significantly lower than that 
in Han lung adenocarcinoma patients (45.7%).
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（epidermal growth factor receptor, EGFR）是一种跨细胞膜

















1    材料与方法









提取（QIAamp® DNA FFPE Tissue Kit，商品号：564074）
DNA， 所提DNA溶于Tris-HCl（10 mmol/L, pH8.0），经
紫外分光光度计检测提取质量，并确定浓度，用Tris-HCl
溶液（10 mmol/L, pH8.0）调整DNA浓度到10 ng/µL和2 
ng/µL备用。









1个循环；95 oC变性25 s，64 oC退火20 s，72 oC延伸20 s，
15个循环；93 oC变性25 s，60 oC退火35 s，72 oC延伸20 s，
31个循环。
1.4  统计学分析  采用SPSS 13.0统计软件进行统计学分
析，采用χ2和Fisher精确检验分析突变差异，P<0.05为差
异有统计学意义。 















图 1  维吾尔族与汉族肺腺癌EGFR基因突变比较
Fig 1  Histogram comparison of EGFR mutations between Uighur lung 
adenocarcinoma and Han lung adenocarcinoma. EGFR: epidermal 
growth factor receptor.
Uighur lung adenocarcinoma Han lung adenocarcinoma
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